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Analysis of lung cancer drug-resistant cell lines

1 &oM 2t= AFXMUE MEFE culturestd] L-E7|2 S =l A Xt
2. SkHIL O 7|52 2M35L7| 2|8l sanger sequencingE £ 3%+ mutationO{ & 20l
3. AXMLl-E0| A=K FE 22I5H7] 2|8 proliferation assay 7!

4. target gene?| phosphorylationti st & =t9I- western blot assay

n>
ogt
13

cell culture, Cancer cell growth inhibition assay, western blot

PCR, RT-PCR, sanger sequencing
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CHRMQE =7\ M| ZO| EHUM I SFH| 2 A (single cell sequencing)2 E3+ X|2 EfAl &=

1 Sniper 7|&(MAZZX)E 0|83t CHER ZHOAM o HY M=ZE 22 +=%
2. CHENY REo| FE 7| ME OFH o E0|X A

B == Ry |

>
1%
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3, REMICH REA 24 (next generation sequencing)E 0| &% HHAMZ S| FHA HO| 24

4. HtO|2QIZ0OtE|(bioinformatic analysis) 242 &%t A #HOo| &=

5. QK| #o|o| HHS S ol

6. CH & o Z ALY CHRFd(heterogeneity) &4

7. MUMZAZ (jn vitor/ in vivo BE)

8 ANAUS

O TN &4 Znto| ctst KT A BO|(SNP, in/del, CNV)ES O3] Ms 7|HE E5t ZZ(validation) 8= 1
O Y= RTA oo MZFE 0|8 LIYT 7|52 YHES il = US-

O 2H ddoM 22 Zut7t A0 ofEAH HE0| &l=X|2 S7HH+(Translational Research)E sl &%
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ascites, inflammatory cells, hypoxi & cancer & 2tH0f| 2

cancer progression H3tQ} ZHH mechanisma FEs= A

>
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1. Human ovarian cancer cell line culture
2. Proliferation rate =7 MTT assay
3. Apoptosis =H: flow cytometry

4. Intracellular signaling pathway =}2l: Western blot
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Faetol Mol & AL 5o Y-HAME 45X EZ ZHSH= o
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ozt 3 e X| 2 2ot SCHztet
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1) Immune Cell Functional Analysis
2) Multiparameter Flowcytometric Analysis
3) Cell Culture, RT-PCR, Western Blot, ...

4) Orthotopic & Metastasis Cancer Model Construction & Analysis
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e EW7| 2 A5 8l biomarker &

1. microRNA @ - in vitro2} in vivoAto| Al microRNAZ} & o| M| ofifst A
&= Sh=X| target RHALE 24510] A E 5,
2. DNA methylation - DNA methylation2 0| 23}0] 2| 2| biomarker2 A 9| 7t&
g2 874
3. 9 SRt HAUMEZRE Q(Y0M E0|H2E LiEtLE RTXE Y=Y
ol Z7|XICH marker2A Q| 7ts8H & TI}
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TAIOM = 1) Qe MEZ HJQF 2) RT-PCR U real-time PCRS 0|23} 2
219l 3) Western blot 4) Cloning 5) Proliferation assay § & 71 &7 0j| A{

O|R0{X|= HutH el A 78S HiE & UASLICH
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By utilizing phage display and protein engineering techniques, our laboratory
focuses on the development of clinically avalialbe therapeutic antibodies. To make
target specific antibodies, we immunize experimental animals with target antigen
protein, and from antibody repertoire of immunized animals, we construct
"antibody variable region expressing” phage display libraries. After undergoing
processes of bio-panning, phage-ELISA screening, antibody engineering, in vitro
experiment, in vivo animal experiment and so on, antibodies are verified, and
used for clinical trials. Within your internship period, you will learn basic concepts
of developing therapeutic antibody as well as experimental skills that are essential
for various research fields including antibody development, molecular cloning, and
protein engineering.
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RNA, DNA, Protein isolation, purification

RT-PCR, Western blot

Restriction enzyme digestion of DNA, DNA ligation
E.coli transformation, culture, isolation of plasmids
Culture of human cancer cell lines

Expression and purification of recombinant proteins
Phage display based bio-panning

ELISA

Flow cytometry analysis

Other in vitro experiments
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Tel 02-3668-7633 (lab)
o|&xl 02-740-8926 (office)
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Translational & Clinical Proteomics Lab (http://tcpl.snu.ac.kr)

One major focus of our laboratory is to develop translational-focused proteomics
tools and apply them for systems-wide-studies of biological systems. Our
translational research team participates at all levels: from the basic scientific
investigation of mechanisms to the therapies in various diseases including cancer,
metabolic, and autoimmune/inflammatory diseases in human.

SOUH LA/ MM Bx o ARE ZRE29A Yo 2 HA HE 2 M3
o
OfZ HISNS 0|5 Eb LY T 4 Yt B B[0P SHP YR

1) BCA Protein Assay / SDS-PAGE
2) Enzymatic Protein Digest for Mass-spectrometric Analysis
3) HPLC / Mass Spectrometry (LC-ESI-MS/MS)
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